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Fig.1 The influence of siRNA-cyclin E on cyclin E gene
expression

1: blank; 2: control siRNA; 3: 10 nmol/L siRNA-cyclin E; 4: 50 nmol/
L siRNA-cyclin E; 5: 100 nmol/L siRNA-cyclin E.



190 TR -

(A) (B)

Cyclin I -

Relative evelin E
protein level (%)

B-actin -

60 | | ;
Wil
20 ' m ﬂ
0 - L
> 3

4 5

Fig.2 Western blot analysis of cyclin E protein expression
(A) Western blot analysis; (B) Quantification of Western blots normalized to the level of B-actin. 1: blank: 2: control siRNA: 3: 10 nmol/
L siRNA-cyclin E; 4: 50 nmol/L siRNA-cyclin E; 5: 100 nmol/L siRNA-cyclin E.
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Fig.3 The influence of siRNA-cyclin E on MCF-7 cells proliferation
(A) The curve of MCF-7 cells growth; (B) Proliferation inhibition of siRNA-cyclin E on MCF-7 cells at 48 h.
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Fig.4 The influence of siRNA-cyclin E on MCF-7 cells cycle
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Fig.5 The influence of siRNA-cyclin E on MCF-7 cells
colony formation
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F cyclin E 768 40 B B b i S 2SR, P
PL, cyclin B # 5 A R RISAE 1R 7 LS 1 & A
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MCE-7 4 ffi#k 7 cyclin E mRNA Fl (R R,
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B SRR Y. AR A siRNA f
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FEI FLAR I MCF-7 4l g cyclin E 80K, #8340
MBEHE T G, #, S 40 B G 5, O R 4
MK Bt i L P TR e ) T R . AT R siRNA $
RAT R F WG TR T — s g KL al, A
iNf, cyclin E {374 5 MCF-7 41 Mu3 5 fig 1 & U141
%, 3l cyclin E )Rk ] LAR #) MCF-7 41 i 3



192 RS S

Z]’E‘E‘Ejj R f{é/j\ cyclin E H?L&%;@B@&E&}gﬁﬁql [6] Kim HK et al. Eur J Surg Oncol, 2001, 27: 464

ob ~ - [71 Bortner DM et al. Mol Cell Biol, 1997, 17: 453

EI HE‘E\% EE ﬁZ }Eﬁ ° [8] AKli S et al. Cancer Biol Ther, 2003, 2: S38
[9] Sgambato A et al. Br J Cancer, 2003, 88: 1956
S %X (References) (101 REERE. FITEMIEEG 5 TR, 2001, 17: 165

[1]  Spruck CH et al. Nature, 1999, 401: 297 (111 ¥ B, o EREEAE, 2000, 29: 192
[2] Schraml P et al. J Pathol, 2003, 200: 375 [12] Miyagishi M et al. Antisense Nucleic Acid Drug Dev, 2003, 13:
[31  YulJY er al. Proc Natl Acad Sci USA, 2002, 99: 6047 1
[4] Hwang HC et al. Oncogene, 2005, 24: 2776 [13] Strube RW et al.J Immunol Methods, 2002, 263: 149
[5] Haas K et al. Oncogene, 1997, 15: 2615 [14] LiK et al. Cancer Res, 2003, 63: 3593

Inhibition of Cyclin E Expression and Cell Proliferation by Small
Interfering RNA in Breast Cancer MCF-7 Cell Line

Lei Jiang, Ri-Shu Chen', Ji-Cheng Li*
(Institute of Cell Biology, Zhejiang University, Hangzhou 310031, China; 'The Second People’s
Hospital of Yueqing, Yueqing 325608, China )

Abstract To study the inhibition of cyclin E expression by small interfering RNA (siRNA), and alters cell
proliferation in breast cancer MCF-7 cell line. The siRNA targeting cyclin E was chemically synthesized and
transfected into MCF-7 cells by Oligofectamine, the expression of cyclin E was analyzed by quantitive PCR and
Western blot, cell growth inhibition was measure with CCK-8 assay, cell cycle of the transfected cells was examined
by flow cytometry, and cell colony forming ability was measured by soft-agar colony formation assay. After MCF-
7 cells were transfected with 10, 50, 100 nmol/L siRNA, the expression of cyclin E mRNA was respectively
suppressed with inhibition rate of 24.7%, 62.5% and 71.0%, the corresponding decrease of cyclin E protein expres-
sion was confirmed; cells in G, phase increased after transfecting with siRNA-cyclin E, but cells in 5 phase decreased;
lacking cyclin E expression exhibited significantly inhibited cell proliferation and showed less colony forming ability
in the breast cancer cell line MCF-7 Cells. These results indicate that siRNA-cyclin E was a useful tool for silencing
cyclin E and inhibiting cell proliferation in breast cancer cell line.
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